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The emerging field of Neuroepigenetics, or the study of the impact of epigenetics on neurological processes and disease, 
has recently come to the forefront as epigenetic regulatory mechanisms have been identified to play a significant role in 
neurodevelopmental, neurodegenerative and psychiatric disorders. Epigenetic modifications are heritable changes not 
related to DNA sequence that control gene activity and expression. These modifications include DNA methylation, histone 
modifications and non-coding RNAs and represent an important link between our external environment and our genome.

Active Motif provides an extensive portfolio of products for epigenetic research, including antibodies, kits, reagents and 
services, to help neuroscientists looking to transition into, or expand their studies of, epigenomic processes related to the 
Central Nervous System.

To also aid in the introduction and understanding of the field of Neuroepigenetics, this reference piece presents a selection 
of recently published high-impact articles focused on various aspects of Neuroepigenetics research.
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Kwapis, J. L., Wood, M. A. (2014) Epigenetic mechanisms in fear conditioning: implications for treating post-traumatic stress disorder. Trends Neurosci. doi: 10.1016/j.tins.2014.08.005.
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MEMORY AND LEARNING
Jarome, T. J., Lubin, F. D. (2014) Epigenetic mechanisms of memory formation and reconsolidation. Neurobiol Learn Mem. doi: 10.1016/j.nlm.2014.08.002.

Stilling, R. M. et al. (2014) K-Lysine acetyltransferase 2a regulates a hippocampal gene expression network linked to memory formation. EMBO J. 33, 1912–1927.
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Felling, R. J., Song, H. (2014) Epigenetic mechanisms of neuroplasticity and the implications for stroke recovery. Exp Neurol. doi: 10.1016/j.expneurol.2014.09.017.
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Borrelli, E. et al. (2008) Decoding the epigenetic language of neuronal plasticity. Neuron. 60, 961–974.
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NEURODEGENERATIVE DISEASES
Södersten, E. et al. (2014) Dopamine signaling leads to loss of polycomb repression and aberrant gene activation in experimental Parkinsonism. PLoS Genet. 10:e1004574.
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