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The emerging field of , or the study of the impact of epigenetics on neurological processes and disease,
has recently come to the forefront as epigenetic regulatory mechanisms have been identified to play a significant role in
neurodevelopmental, neurodegenerative and psychiatric disorders. Epigenetic modifications are heritable changes not
related to DNA sequence that control gene activity and expression. These modifications include DNA methylation, histone
modifications and non-coding RNAs and represent an important link between our external environment and our genome.

Active Motif provides an extensive portfolio of products for epigenetic research, including antibodies, kits, reagents and
services, to help neuroscientists looking to transition into, or expand their studies of, epigenomic processes related to the
Central Nervous System.

To also aid in the introduction and understanding of the field of Neuroepigenetics, this reference piece presents a selection
of recently published high-impact articles focused on various aspects of Neuroepigenetics research.
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